
 

Discover the biochemistry and dynamics  
of molecular interactions under native conditions 
• In-solution measurements eliminate limitations of surface-binding assays 
• Sensitive analyses – labelled or label-free of nanolitre input make the most of 

every sample  
• The fastest way to generate biophysical data  
• Fully integrated system guides you from assay design to data-driven insights   

Revolutionizing      
biophysical    

analysis 



 
 

Multiple read-outs for  
quantitative, in-solution analysis  

Hydrodynamic radius: With detections of changes in Rh <5%, the Fida 1 offers multiple 
applications not possible with other technologies, including: 

Binding affinities Quantification 

  

VHH affinity and titer determination before purification optimizes the clone 
selection (supported by dedicated software). 

A) Raw data for anti-CD81, as a function of exosome concentration in 10 % fermentation 
media. B) Associated binding curve, depicted as fraction bound. 

Stability Oligomerization 

  

(A) Unfolding curve of HSA in 0-7 M urea. Rh of HSA as a function of urea 
concentration at 25 ºC and compared with SAXS, (B) Intrinsic fluorescence area of 
15 μM HSA as a function of urea concentration. 

At pH 5, oligomeric state depends on 
ionic strength (salt concentration), 
indicating significant electrostatic 
interactions. Temperature has a less 
pronounced effect. 

In 20–80% plasma at 25°C, SabX remains 
a tetramer at a concentration of 50 nM 
(data not shown). In 90% plasma, 
tetrameric SabX stabilizes at 100 nM. 

Sensitive spike detection: Quantitative 
observation on key characteristics 
provide more unique applications, 
including: 

 

Binding Related Intensity Change 
(BRIC): Auxiliary parameter in 
characterization, including functional 
interaction analysis. 

 

 

 

Apparent Rh of 25 nM of Target Protein 
(TP) as a function of molecular glue 
concentration (MG1 and MG2, resp.) in 
the presence of 100 nM E3 ligase. The 
binding curve confirms ternary complex 
formation between TP, MG1 (orange 
circle) and the E3 ligase, with an overall 
apparent affinity   of 11.1 nM and 
complex size of 6.9 nm. 

Droplet signal spikes Phase diagram 

Aggregation or particle analysis  

 

Small molecule binding: 
Fluorescence peak area of E3 
ligase-AF488 (25 nM) as a function 
of molecular glue concentration 
(MG1 and MG2, resp.) in the 
presence of 100 nM TP. The binding 
curve fits results in apparent KD of 
47 nM and 270 nM for MG1 and 
MG2, resp. 

 

Analysis of AAV: 
Size is 8.5 nm with a 
polydispersity index of 
approx. 0.2. High amounts of 
aggregates: 830 in 40 nL = 
2,1 ·107aggregates/ml. 

 



 
Key characteristics  

 
 
 
 
 
 
 
 
 
 
 
 
 
 

Only in-solution technology based on 1st principle 
Easy assay design, predictability, and reliability 

Analysis of flow induced molecular dispersion in thin capillaries. 

 

 

 

With the detector readout combined with the set temperature and 
the detected viscosity the precise hydrodynamic radius is determined. 

 

 

 

With titrating series accurate 
KD is easily retrieved. 

 

𝑫 =
𝒂𝟐

𝟐𝟒𝝈𝟐
𝒕𝑹 

𝑹𝒉 =
𝒌𝒃 ∙ 𝑻

𝟔 ∙ 𝝅 ∙ 𝜼 ∙ 𝑫
 

Directly in unpurified sample matrices 

Labelled or label-free 

Detects size changes smaller than 5% 

Small sample volumes (4μL analyte, 

40 nL indicator) 

Proteins & nanoparticles with Rh from 
0.5 to 500 nm 

Quantitative measurements 

Temperature control 4-55 ºC 

Walk-away automation - 2x96 well 
plates or 2x50 vials 



 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

In-depth insights with one sample 
Uniform workflow 
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Design 
Verify your experimental design 
guided by our proprietary Fidabio 
Assay Design software which 
automatically provides protocols. 

Prepare 
If you need a gradient, prepare 
titrations, either manually or using 
our built-in robotic integration. 

Run 
Place your samples on the Fida 1, 
press “go” and walk away. 

Analyze 
Evaluate your data and generate 
publication-ready reports using 
our Fidabio Analysis & Reporting 
Software. 


